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Histone H3 (MonoMethyl-K23) polyclonal antibody 

Catalog: BS67394 Host: Rabbit Reactivity: 
Human, Mouse, Rat, Bovine, 

Chicken, Pig, Zebrafish 

 

BackGround: 

The nucleosome, made up of four core histone proteins 

(H2A, H2B, H3, and H4), is the primary building block 

of chromatin. Originally thought to function as a static 

scaffold for DNA packaging, histones have now been 

shown to be dynamic proteins, undergoing multiple types 

of post-translational modifications, including acetylation, 

phosphorylation, methylation, and ubiquitination. Histone 

methylation is a major determinant for the formation of 

active and inactive regions of the genome and is crucial 

for the proper programming of the genome during devel-

opment . Arginine methylation of histones H3 (Arg2, 17, 

26) and H4 (Arg3) promotes transcriptional activation 

and is mediated by a family of protein arginine methyl-

transferases (PRMTs), including the co-activators 

PRMT1 and CARM1 (PRMT4). In contrast, a more di-

verse set of histone lysine methyltransferases has been 

identified, all but one of which contain a conserved cata-

lytic SET domain originally identified in the Drosophila 

Su(var)3-9, Enhancer of zeste, and Trithorax proteins. 

Lysine methylation occurs primarily on histones H3 

(Lys4, 9, 27, 36, 79) and H4 (Lys20) and has been impli-

cated in both transcriptional activation and silencing . 

Methylation of these lysine residues coordinates the re-

cruitment of chromatin modifying enzymes containing 

methyl-lysine binding modules such as chromodomains 

(HP1, PRC1), PHD fingers (BPTF, ING2), tudor domains 

(53BP1), and WD-40 domains (WDR5) . The discovery 

of histone demethylases, such as PADI4, LSD1, JMJD1, 

JMJD2, and JHDM1, has shown that methylation is a re-

versible epigenetic marker. 

Product: 

Liquid in 0.42% Potassium phosphate, 0.87% Sodium 

chloride, pH 7.3, 30% glycerol, and 0.01% sodium azide. 

Molecular Weight: 

~ 17 kDa 

Swiss-Prot: 

P68431; Q71DI3; P84243; Q6NXT2 

Purification&Purity: 

The antibody was purified by immunogen affinity chro-

matography. 

Applications: 

WB (1/500 - 1/1000) 

Storage&Stability: 

Store at 4°C short term. Aliquot and store at -20°C long 

term. Avoid freeze-thaw cycles. 

Specificity: 

Recognizes endogenous levels of Histone H3 with a site 

at MonoMethyl-K23 protein. 

DATA: 

 

Western blot analysis of Histone H3 (MonoMethyl-K23) expression in 

HEK293T (A), A549 (B), H446 (C) whole cell lysates. 

 

Note: 

For research use only, not for use in diagnostic procedure. 

 


